SEQUENCE LISTING 

<110> SPERBER, ET AL. 

<120> INDUCTION OF APOPTOSIS BY HIV-1 INFECTED MONOCYTIC CELLS 

<130> 29636/38748 

<160> 8 

<170> Patentin version 3.1 

<210> 1 

<211> 2279 

<212> DNA 

<213> Homo sapiens 
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gactattgat gtgccagata gcactactgc tgctgctcca gagaataatc ctattaatct 1440 

agcaaatgta atagcagcca caggcaccac aagtaagaag aattcaagcc aagatgtcct 1500 

ttttcccaca agtgatactc caagagcaaa agtattgaaa atagaagaag tcagtgatac 1560 

ttcatccctg caacctcaag ccagtttgaa gcaggatgta tgtcagtctt acagcgagaa 1620 

aatgcccata gagatagaac aaaaacctgc tcagtttgcc acaactgttc ttcctccaat 1680 

tcctgcaaac tcgttccagc tcgaatctga tttcagacaa ttgaaaagtt ctccagatat 1740 

gttgtatcag tatttaaagc aaattgaacc atctttgtat cctaagttgt ttcagaaaaa 1800 

tctggatcca gatgtattca accagatcgt taaaattctg catgactttt acattgagaa 1860 

agaaaagcca ttactcatct ttgaaatctt acaaagactt tctgaactaa aaaggtttga 1920 

tatggcagtg atgtttatgt cagaaacaga gaaaaagatt gcacgtgcat tatttaatca 1980 

catagacaag tcaggattga aggatagttc tgtcgaagaa ctcaagaaaa gatacggtgg 2040 

ttgatttcca tttttgctga aataattgtt tttgactttc atatgtaaat tttttctact 2100 

gaaagtgttt tgctttttaa gaaaatgaaa ttatatagca ggaaaggact atctttgaac 2160 

ataagttaat taactataag gtgaattgtg atttaactag tgagaattgt attcaagtga 2220- 

actctgtttt tctgaaaata aaaatataaa caatgagaaa aaaaaaaaaa aaaaaaaaa 2279 

<210> 2 

<211> 665 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Thr Ser Ala Asn Lys Ala lie Glu Leu Gin Leu Gin Val Lys Gin 
1 5 10 15 

Asn Ala Glu Glu Leu Gin Asp Phe Met Arg Asp Leu Glu Asn Trp Glu 
20 25 30 

Lys Asp lie Lys Gin Lys Asp Met Glu Leu Arg Arg Gin Asn Gly Val 
35 40 45 

Pro Glu Glu Asn Leu Pro Pro lie Arg Asn Gly Asn Phe Arg Lys Lys 
50 55 60 

Lys Lys Gly Lys Ala Lys Glu Ser Ser Lys Lys Thr Arg Glu Glu Asn 
65 70 75 80 

• Thr Lys Asn Arg lie Lys Ser Tyr Asp Tyr Glu Ala Trp Ala Lys Leu 
85 90 95 
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Asp Val Asp Arg lie Leu Asp Glu Leu Asp Lys Asp Asp Ser Thr His 
100 105 110 



Glu Ser Leu Ser Gin Glu Ser Glu Ser Glu Glu Asp Gly lie His Val 
115 120 125 



Asp Ser Gin Lys Ala Leu Val Leu Lys Glu Lys Gly Asn Lys Tyr Phe 
130 135 140 



Lys Gin Gly Lys Tyr Asp Glu Ala lie Asp Cys Tyr Thr Lys Gly Met 
145 150 155 160 



Asp Ala Asp Pro Tyr Asn Pro Val Leu Pro Thr Asn Arg Ala Ser Ala 
165 170 175 



Tyr Phe Arg Leu Lys Lys Phe Ala Val Ala Glu Ser Asp Cys Asn Leu 
180 185 190 



Ala Val Ala Leu Asn Arg Ser Tyr Thr Lys Ala Tyr Ser Arg Arg Gly 
195 200 205 



Ala Ala Arg Phe Ala Leu Gin Lys Leu Glu Glu Ala Lys Lys Asp Tyr 
210 215 220 



Glu Arg Val Leu Glu Leu Glu Pro Asn Asn Phe Glu Ala Thr Asn Glu 
225 230 235 240 



Leu Arg Lys lie Ser Gin Ala Leu Ala Ser Lys Glu Asn Ser Tyr Pro 
245 250 255 



Lys Glu Ala Asp lie Val lie Lys Ser Thr Glu Gly Glu Arg Lys Gin 
260 265 270 



lie Glu Ala Gin Gin Asn Lys Gin Gin Ala lie Ser Glu Lys Asp Arg 
275 280 285 



Gly Asn Gly Phe Phe Lys Glu Gly Lys Tyr Glu Arg Ala lie Glu Cys 
290 295 300 



Tyr Thr Arg Gly lie Ala Ala Asp Gly Ala Asn Ala Leu Leu Pro Ala 
305 310 315 320 



Asn Arg Ala Met Ala Tyr Leu Lys lie Gin Lys Tyr Glu Glu Ala Glu 
325 330 335 



Lys Asp Cys Thr Gin Ala lie Leu Leu Asp Gly Ser Tyr Ser Lys Ala 
340 345 350 



Phe Ala Arg Arg Gly Thr Ala Arg Thr Phe Leu Gly Lys. Leu Asn Glu 
355 360 365 



Ala Lys Gin Asp Phe Glu Thr Val Leu Leu Leu Glu Pro Gly Asn Lys 
370 375 380 



Gin Ala Val Thr Glu Leu Ser Lys lie Lys Lys Glu Leu lie Glu Lys 
385 390 395 400 



Gly His Trp Asp Asp Val Phe Leu Asp Ser Thr Gin Arg Gin Asn Val 
405 410 415 



Val Lys Pro lie Asp Asn Pro Pro His Pro Gly Ser Thr Lys Pro Leu 
420 425 430 



Lys Lys Val lie lie Glu Glu Thr Gly Asn Leu lie Gin Thr lie Asp 
435 440 445 

Val Pro Asp Ser Thr Thr Ala Ala Ala Pro Glu Asn Asn Pro lie Asn 
450 455 460 



Leu Ala Asn Val lie Ala Ala Thr Gly Thr Thr Ser Lys Lys Asn Ser 
465 470 475 480 



Ser Gin Asp Val Leu Phe Pro Thr Ser Asp Thr Pro Arg Ala Lys Val 
485 490 495 



Leu Lys lie Glu Glu Val Ser Asp Thr Ser Ser Leu Gin Pro Gin Ala 
500 505 510 



Ser Leu Lys Gin Asp Val Cys Gin Ser Tyr Ser Glu Lys Met Pro lie 
515 520 525 



Glu He Glu Gin Lys Pro Ala Gin Phe Ala Thr Thr Val Leu Pro Pro 
530 535 540 



He Pro Ala Asn Ser Phe Gin Leu Glu Ser Asp Phe Arg Gin Leu Lys 
545 550 555 560 



Ser Ser Pro Asp Met Leu Tyr Gin Tyr Leu Lys Gin He Glu Pro Ser 
565 570 575 



Leu Tyr Pro Lys Leu Phe Gin Lys Asn Leu Asp Pro Asp Val Phe Asn 
580 585 590 



Gin He Val Lys He Leu His Asp Phe Tyr He Glu Lys Glu Lys Pro 
595 600 605 



Leu Leu lie Phe Glu lie Leu Gin Arg Leu Ser Glu Leu Lys Arg Phe 
610 615 620 



Asp Met Ala Val Met Phe Met Ser Glu Thr Glu Lys Lys lie Ala Arg 
625 630 635 640 



Ala Leu Phe Asn His lie Asp Lys Ser Gly Leu Lys Asp Ser Ser Val 
645 650 655 



Glu Glu Leu Lys Lys Arg Tyr Gly Gly 
660 665 



<210> 3 

<211> 332 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Gin Lys Tyr Glu Glu Ala Glu Lys Asp Cys Thr Gin Ala lie Leu Leu 
15 10 15 

Asp Gly Ser Tyr Ser Lys Ala Phe Ala Arg Arg Gly Thr Ala Arg Thr 
20 25 30 

Phe Leu Gly Lys Leu Asn Glu Ala Lys Gin Asp Phe Glu Thr Val Leu 
35 40 45 

Leu Leu Glu Pro Gly Asn Lys Gin Ala Val Thr Glu Leu Ser Lys lie 
50 55 60 

Lys Lys Glu Leu lie Glu Lys Gly His Trp Asp Asp Val Phe Leu Asp 
65 70 75 80 

Ser Thr Gin Arg Gin Asn Val Val Lys Pro lie Asp Asn Pro Pro His 
85 90 95 

Pro Gly Ser Thr Lys Pro Leu Lys Lys Val lie lie Glu Glu Thr Gly 
100 105 110 

Asn Leu lie Gin Thr lie Asp Val Pro Asp Ser Thr Thr Ala Ala Ala 
115 120 125 

Pro Glu Asn Asn Pro lie Asn Leu Ala Asn Val lie Ala Ala Thr Gly 
130 135 140 



Thr Thr Ser Lys Lys Asn Ser Ser Gin Asp Val Leu Phe Pro Thr Ser 
145 150 155 160 



Asp Thr Pro Arg Ala Lys Val Leu Lys lie Glu Glu Val Ser Asp Thr 
165 170 175 



Ser Ser Leu Gin Pro Gin Ala Ser Leu Lys Gin Asp Val Cys Gin Ser 
180 185 190 



Tyr Ser Glu Lys Met Pro lie Glu lie Glu Gin Lys Pro Ala Gin Phe 
195 200 205 



Ala Thr Thr Val Leu Pro Pro lie Pro Ala Asn Ser Phe Gin Leu Glu 
210 215 220 



Ser Asp Phe Arg Gin Leu Lys Ser Ser Pro Asp Met Leu Tyr Gin Tyr 

225 230 235 240 

Leu Lys Gin lie Glu Pro Ser Leu Tyr Pro Lys Leu Phe Gin Lys Asn 

245 250 255 



Leu Asp Pro Asp Val Phe Asn Gin lie Val Lys lie Leu His Asp Phe 
260 265 270 



Tyr lie Glu Lys Glu Lys Pro Leu Leu lie Phe Glu lie Leu Gin Arg 
275 280 285 



Leu Ser Glu Leu Lys Arg Phe Asp Met Ala Val Met Phe Met Ser Glu 
290 295 300 



Thr Glu Lys Lys lie Ala Arg Ala Leu Phe Asn His lie Asp Lys Ser 
305 310 315 320 



Gly Leu Lys Asp Ser Ser Val Glu Glu Leu Lys Lys 
325 330 



<210> 4 

<211> 49 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Linker-primer designed with a GAGA sequence to protect the Xho I 
restriction site and an 18 -base (dT) sequence 

<400> 4 

gagagagaga gagagagaaa ctagtctcga gttttttttt ttttttttt 4 9 

<210> 5 

<211> 13 

<212> DNA 

<213> Artificial sequence 
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<220> 

<223> Synthetic oligonucleotide sequence for 5' to 3 ' primer used in co 
nstruction of Lambda ZAP EcoR I/Xho I 43HIV cDNA Library 

<400> 5 

aattcggcac gag 13 

<210> 6 

<211> 8 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide sequence for 3' to 5 • primer used in co 
nstruction of Lambda ZAP EcoR I/Xho I 43HIV cDNA Library 

<400> 6 

gccgtgtc 8 



<210> 7 

<211> 24 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Synthetic PGR primer for amplification of FL14676485 upstream pri 
mer 

<400> 7 

tagaaaactg ggaaaaagac atta 24 



<210> 8 

<211> 17 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic PGR primer for amplification of FL14676485 downstream 
primer 



<400> 8 

ttggcaacac gggatta 



17 



